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Social relationships represent an adaptive behavioral strategy that can provide fitness benefits to individuals. Within mammalian societies, delphinids are known to form diverse grouping patterns and show a variety of social systems. However, how ecological and
intrinsic factors have shaped the evolution of such diverse societies is still not well understood. In this study, we used photo-identification data and biopsy samples collected between March 2013 and October 2015 in Coffin Bay, a heterogeneous environment in South
Australia, to investigate the social structure of southern Australian bottlenose dolphins (Tursiops cf. australis). Based on the data from
657 groups of dolphins, we used generalized affiliation indices, and applied social network and modularity methods to study affiliation
patterns among individuals and investigate the potential presence of social communities within the population. In addition, we investigated genetic relatedness and kinship relationships within and between the communities identified. Modularity analysis revealed that
the Coffin Bay population is structured into 2 similar sized, mixed-sex communities which differed in ranging patterns, affiliation levels
and network metrics. Lagged association rates also indicated that nonrandom affiliations persisted over the study period. The genetic
analyses suggested that there was higher relatedness, and a higher proportion of inferred full-sibs and half-sibs, within than between
communities. We propose that differences in environmental conditions between the bays and kinship relationships are important factors contributing to the delineation and maintenance of this social structure.
Key words: affiliation patterns, bottlenose dolphins, generalized affiliation indices, kinship, Tursiops cf. australis.

INTRODUCTION
The quality and patterning of social relationships among individuals reflects the social structure of a population (Hinde 1976). These
social relationships are usually nonrandom (e.g., Gero et al. 2005;
Wolf et al. 2007; Croft et al. 2008; Wiszniewski et al. 2009; Beck
et al. 2012; Best et al. 2013) and represent an adaptive behavioral
strategy that can provide advantages (Emlen and Oring 1977), such
as foraging benefits (Krause and Ruxton 2002; Aplin et al. 2012)
and enhanced breeding success (Pope 2000; Frère, Krützen, Mann,
Connor, et al. 2010); or reduced predation risk (Hill and Lee 1998;
Gowans et al. 2007), aggression (Asensio et al. 2008), and risk of
infanticide (e.g., Lukas and Huchard 2014). Stable and cooperative relationships are expected to emerge when the benefits of such
associations offset the costs (Krause and Ruxton 2002).
Address correspondence to F. Diaz-Aguirre. E-mail: aveschile@gmail.com.

Resource distribution and predation risk have been identified
as the major ecological drivers of variation in social structure
(Rubenstein and Wrangham 1986; Clutton-Brock 2009; Kelley
et al. 2011; Kappeler et al. 2013), although factors associated
with life-history, demography, intrasexual competition, intersexual
conflict, and anthropogenic stressors may also play a role in shaping social behavior (Sterck et al. 1997; Clutton-Brock 2009; BroJørgensen 2011; Ansmann et al. 2012; Möller 2012). In complex
societies, such as those of African elephants, Loxodonta africana (e.g.,
Wittemyer et al. 2005), chimpanzees, Pan troglodytes (Wakefield
2013), and bottlenose dolphins, Tursiops spp. (e.g., Connor et al.
2000), individuals may form long-term cooperative relationships
with some individuals, while a high degree of fluidity may be
observed at a higher level (e.g., Wittemyer et al. 2005; Wiszniewski
et al. 2009).
Kinship is an additional factor that can influence social relationships (e.g., Hirsch et al. 2012). Social groups or communities
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Sargeant et al. 2005; Daura-Jorge et al. 2012; Kopps et al. 2014).
For example, in Port Stephens, eastern Australia, Wiszniewski et al.
(2009) found that dolphin community divisions coincided with
changes in benthic substrate, suggesting that adaptation to local
habitat types, possibly driven by resource specializations, may have
played a key role in the social structuring of this population.
Using generalized affiliation indices (Whitehead and James
2015), social network techniques, and genetic relatedness analyses, we investigated the social structure of southern Australian
bottlenose dolphins in Coffin Bay, South Australia. The southern
Australian bottlenose dolphin, or Burrunan dolphin (Tursiops australis), was described as a new species (Charlton-Robb et al. 2011)
based on genetic, morphological, and stable isotope data (Möller
et al. 2008; Charlton-Robb et al. 2011; Owen et al. 2011). Their
taxonomic identity however is still contentious (Perrin et al. 2013;
Committee on Taxonomy 2018; IWC Report of the Sub-Comitee
on Small Cetaceans 2018), and thus, we refer to them here as
southern Australian bottlenose dolphins (Tursiops cf. australis).
Coffin Bay is a small, heterogeneous embayment with high density of dolphins (1.57–1.70 dolphins/km2; Passadore et al. 2017),
and similar male to female ratio of genetically sexed individuals
(males = 46–52; females = 52–60; Passadore et al. 2017). Males
form small social units in which kinship influences their association
patterns (Diaz-Aguirre et al. 2018), and females associate based on
their reproductive condition and genetic relatedness (Diaz-Aguirre
et al., unpublished data). We predict that differences in ecological
conditions between the different areas of Coffin Bay should promote fine scale social structure in this population, similar to the patterns found in other bottlenose dolphin populations (e.g., Rossbach
and Herzing 1999; Wiszniewski et al. 2009). In addition, if kinship
is an important factor in delineating the social structure of this population, we expect to find greater genetic relatedness, and a higher
number of close kinship relationships, within rather than between
communities. We aim to determine the social structure of this population while controlling for factors that can be confounding true
association patterns. We compare the level and temporal stability
of the associations, connectedness across the social network, and
genetic relatedness within and between the communities identified.
We provide novel information about the social structure of this
population that will add to our current understanding of the factors
driving social evolution in dolphins and other aquatic mammals.

MATERIALS AND METHODS
Ethics statement
This study was carried out under Flinders University Animal
Welfare Committee approval number E310 and under permits
to undertake scientific research: E26171-1, E26171-2, E26171-3,
and MR00056-1 from the Department of Environment, Water
and Natural Resources (DEWNR), South Australia, and under
S115 ministerial exemptions (MEs: 9902601, 9902660, 9902714,
and 9902779) from Primary Industries Resources South Australia
(PIRSA).

Study area and data collection
Coffin Bay is situated in the southern tip of the Eyre Peninsula in
South Australia (Figure 1). This study focused on the inner area
of Coffin Bay, which encompasses 123 km2 of shallow heterogeneous habitats (Figure 1b). The bay is mostly between 3 and 12
m deep, but with about 20% of the area shallower than 1 m. The
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(clusters of individuals that are socially more connected among
them than with the rest of the population; Krause and Ruxton
2002) may represent kin clusters characterized by high levels of
genetic relatedness. For example, it has been shown that association patterns in giraffes, Giraffa camelopardalis (Carter et al. 2013),
kangaroos, Macropus giganteus (Best et al. 2014), bottlenose dolphins (Möller et al. 2006; Frère, Krützen, Mann, Watson-Capps,
et al. 2010; Wiszniewski et al. 2010; Diaz-Aguirre et al. 2018), and
common dolphins, Delphinus delphis (Zanardo et al. 2016), are correlated with genetic relatedness. Kin selection theory predicts that
individuals can obtain indirect fitness benefits by associating with
kin (Hamilton 1964). Social preferences towards kin can increase
the fitness of an individual through cooperative foraging, reduced
aggression, protection from predators, rearing of offspring, and
shared social and ecological knowledge (e.g., Silk 2002; Smith
2014).
Social network analysis based on association indices (a measure
of the proportion of time that 2 individuals spent together in relation to the rest of the individuals in the population, Cairns and
Schwager 1987) is now a common tool used to quantify, compare,
and understand the social structure of a population at a range of
spatial and temporal scales (e.g., Croft et al. 2008; de Silva et al.
2011; Stanton et al. 2011; Blonder et al. 2012; Pinter-Wollman et al.
2014; Farine and Whitehead 2015). A social network is a representation of a dynamic society that can be influenced by numerous
factors. For example, home range overlap has been demonstrated to
correlate with association patterns in a number of species, including bottlenose dolphins (Frère, Krützen, Mann, Watson-Capps,
et al. 2010; Diaz-Aguirre et al. 2018), kangaroos (Best et al. 2014),
chimpanzees (Wakefield 2013), and giraffes (Carter et al. 2013).
Social network analyses can also be affected by individual variation
in gregariousness (typical number of associates of an individual,
Godde et al. 2013) or sample size (number of observations of each
individual, Farine and Strandburg-Peshkin 2015). Thus, controlling
for the effects of these factors when studying animal social structure
is important for revealing the true association patterns among individuals (Whitehead and James 2015).
The bottlenose dolphin (genus Tursiops) is a highly social mammal that lives in fission–fusion societies, where individuals join
and leave groups frequently on small spatial and temporal scales
(Connor et al. 2000; Möller et al. 2001; Möller et al. 2006; Aureli
et al. 2008; Gowans et al. 2007). Most of the well-studied inshore
populations of these species are composed of relatively small communities which remain resident in small areas over long periods
of times (e.g., Wells and Scott 1999; Connor et al. 2000; Gowans
et al. 2007; Wiszniewski et al. 2009; Möller 2012). However, these
communities are usually not isolated, with nonresident individuals
occurring in adjacent habitats and often observed within the core
range of other communities (Gowans et al. 2007). Numerous factors potentially affect the social structure of bottlenose dolphins,
including predation risk (Heithaus and Dill 2002), habitat characteristics (Rossbach and Herzing 1999; Wiszniewski et al. 2009;
Wiszniewski et al. 2010), prey distribution and abundance (Gowans
et al. 2007), human activities (Ansmann et al. 2012), cultural transmission (Krützen et al. 2005; Sargeant et al. 2005; Daura-Jorge
et al. 2012), reproductive status and demography (Möller and
Harcourt 2008; Möller 2012), male competition (Connor et al.
1992a, 1999, 2001; Moller et al. 2001; Möller 2012; Wiszniewski
et al. 2012; Diaz-Aguirre et al. 2018), and risk of infanticide (Dunn
et al. 2002). In addition, foraging specializations may also play an
important role in shaping their societies (e.g., Krützen et al. 2005;
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Figure 1
(a) Coffin Bay inner area showing predetermined transects lines followed during boat-based surveys between March 2013 and October 2015. (b) Habitat
types and ranging patterns of the 2 communities of southern Australian bottlenose dolphins (Tursiops cf. australis) identified in Coffin Bay, South Australia.
Dotted filled areas and contour lines represent community core areas (50% kernel ranges) and representative ranges (95% kernel ranges), respectively.
Blue: Pt. Douglas community; Pink: Mt. Dutton-Kellidie Bay community. Black circles represent the locations of groups containing individuals from both
communities.

area contains shallow bays with benthic substrates dominated by
seagrass as in Mt. Dutton and Kellidie Bay, and tidal sandflats,
rocky coastline, seagrass meadows, temperate reefs, and deeper
waters with sandy bottom in Pt. Douglas. Coffin Bay is considered a reverse estuary because of the hypersalinity found in the
inner areas, although some freshwater input occurs during winter
(Kämpf and Ellis 2015).

Regular boat-based surveys were conducted between March
2013 and October 2015, and were designed to cover all austral seasons (spring, summer, autumn, and winter) and habitat types within
the inner area of Coffin Bay. We used a 6.5 m semirigid inflatable
boat with 3 to 4 observers on-board while searching for dolphins.
Boat surveys were completed in calm sea conditions (Beaufort scale
<3), at an average speed of 15 km/h, and followed predetermined
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Defining associations and estimating generalized
affiliation indices (GAIs)
A group of dolphins was defined as all individuals within a 100 m
radius and participating in similar behavioral activities (Wells et al.
1987). For social analyses, we included only those groups in which
at least 75% of the individuals were photo-identified, based on the
visually estimated group size. An individual was only included in
the first group if it was sighted in a particular day and if different individuals joined a group during a sighting, they were considered part of that group. We excluded all identical groups that
were resighted during the same day. These procedures were used
to avoid resampling of individuals within short-time frames, which
could lead to an overrepresentation of the association patterns of
individuals that are just briefly associated (e.g., Whitehead 2009).
All dolphins identified in the same group were considered associated. To minimize the potential for false null associations in the
social analyses between pairs of individuals with very low number
of sightings, we included noncalf individuals observed on more
than the median number of sightings for all individuals identified in
the population (median = 11, see Results section for more details).
Additionally, we controlled for the number of sightings during the
GAI estimation.
The strength of the associations between pairs of individuals
was estimated using GAIs (Whitehead and James 2015). The main
advantage of this method is that it takes into account the effects of
confounding structural factors that could influence the true pattern

of associations between individuals, thus revealing true affiliations.
We constructed a matrix of associations based on the half-weight
index (HWI; Cairns and Schwager 1987) and tested, using multiple
regression quadratic assignment procedures (MRQAP), the partial
correlations between the association indices and 3 predictor structural factors which could be affecting association patterns: spatial
home range overlap, gregariousness, and the cumulative number of
sightings for each pair of individuals. The correlations where calculated for each predictor variable while controlling for the others.
Individual home ranges for individuals observed on more than 11
occasions were estimated as 95% utilization distributions using the
AdehabitatHR (Calenge 2006) package in R v 3.2.3 (R Development
Core Team 2014). First, we estimated the smoothing parameter
(h) using the href function and then adjusted that value by visually
examining individual ranges. Subsequent trials were performed and
a value of h = 550 was chosen as this provided the best representation for the individuals considered in the analysis. The home ranges
estimated in this study, which were based on this minimum number
of sightings per individual corresponded well with the described
ranging patterns and areas of spatial usage reported for this population by Passadore et al. (2018). Areas of home range overlap between
individuals were then calculated in AdehabitatHR using 95% utilization distributions following the kernel-based utilization distribution
overlap index method described by Fieberg and Kochanny (2005).
Gregariousness (typical number of associates of an individual, Godde
et al. 2013) values were calculated in SOCPROG 2.7 (Whitehead
2009). Significant predictor variables were retained and included for
estimating GAIs. MRQAP tests and GAIs estimation were calculated
in SOCPROG 2.7 (Whitehead 2009).

Social structure of the population
We calculated the social differentiation of the population using
the coefficient of variation of the true association indices (S), and
the correlation between true and estimated association indices (r)
(Whitehead 2008). S describes how much variation there is in the
association data, where a value of less than 0.3 indicates a homogenous society, and values of approximately 0.5 or greater indicate
a very well-differentiated society. The correlation coefficient r indicates the power of the analysis to detect the true social structure,
with values close to 1 indicating a good representation, and values
close to 0.4 a moderate representation (Whitehead 2008).
To examine for potential structure into social communities, we
used Newman’s modularity coefficient (Newman 2004; Newman
and Girvan 2004; Newman 2006) implemented in SOCPROG 2.7
(Whitehead 2009). The modularity coefficient attempts to divide
the population into clusters (also called communities) that have
higher association indices between members of the same cluster than expected by chance, using the eigenvector-based method
described in Newman (2004; 2006). This method aims to maximize
the values of modularity that best divide the network into different clusters. Modularity values above 0.3 are generally considered
to represent a meaningful description of the data (Newman 2004).
Social networks with nodes representing individuals connected by
links representing GAIs were used to display affiliations and community structure using the program NETDRAW 2.1.5.5 (Borgatti
2002). We also mapped core (50%) and representative range (95%)
areas for the communities identified based on the locations and
identity of the groups observed, using the kernel-based utilization
distribution method implemented in AdehabitatHR (Calenge 2006)
package for R v 3.2.3 (R Development Core Team 2014).
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zigzag line transects designed to optimize coverage of all areas and
habitat types within the inner area (Figure 1a). Once a group of
dolphins was sighted, we approached the animals to record their
GPS location, and group size and composition. It was difficult to
distinguish among age classes in the field because of the small size
of bottlenose dolphins in Coffin Bay (up to approximately 2.5 m)
in comparison to other study populations of bottlenose dolphins
(Diaz-Aguirre and Passadore, personal observation). Therefore, we
categorized individuals as: noncalves > 1.5 m in length, and calves
≤ 1.5 m in length and closely accompanied by a noncalf individual.
During each sighting, we attempted to collect photographs from
each dolphin in a group using digital SLR cameras equipped with
80–300 and 100–400 mm zoom lenses. Individuals were identified
using long lasting marks, such as nicks and notches on the edges of
their dorsal fins (Würsig and Jefferson 1990), and the best images of
each individual within a group were selected. High-quality images
were then assigned a new identification number or matched with
the already known individuals included in the Coffin Bay master
catalogue (for photo-identification protocols, see Passadore et al.
2017). All photographs were sorted and matched using Discovery
v. 1.2 (Gailey and Karczmarski 2013). In addition, we collected
biopsy samples from photographically identified noncalf individuals using the PAXARMS remote biopsy system for small cetaceans
(Krützen et al. 2002), or a biopsy pole system for bow-riding dolphins (Bilgmann et al. 2007). Briefly, when using the PAXARMS
system, one observer was obtaining photographs of dolphins while
another was aiming at collecting a sample of the same individual at
an approximate distance between 5 and 8 m. When using the pole
system, a photograph was usually obtained of a determined dolphin and subsequently if the same individual approached the boat
to bow-ride it was then sampled. Samples were preserved in a 20%
dimethyl sulphoxide solution saturated with sodium chloride, and
then frozen in a −20° freezer (Amos and Hoelzel 1991).
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Comparisons within and between communities

(1) We compared median group size, and mean and maximum
affiliation levels between communities, and tested for the presence of preferred/avoided companionships at the population level and within communities. For comparing group sizes
and affiliation levels, we used nonparametric Mann–Whitney
U-tests with 10,000 permutations. To assess whether individuals associate at random or have preferred/avoided companionships, we used Whitehead’s (2009) modification of the
permutation test by Bejder et al. (1998) using daily sampling
periods to remove demographic effects (Whitehead 1999).
The affiliation matrices were permuted randomly until the P
values stabilized, using as test statistic the standard deviations
(SD) of the mean affiliation indices. For identifying pairs of
preferred, casual and avoided companionships, we converted
raw residuals of the GAIs into deviance residuals (Whitehead
and James 2015). Pairs of individuals with deviance residuals
values above 2.5 were considered preferred companionships,
between 2.5 and −2.5 casual pairs, and below −2.5 avoided
affiliates (Whitehead and James 2015).
(2) We used 3 social network metrics to evaluate differences in the
social connectivity between communities: strength, which is
the sum of all GAIs of any individual with all other individuals (Barrat et al. 2004); clustering coefficient, which shows how
well the associates of an individual are themselves associated
(Holme et al. 2007); and affinity, which estimates if individuals were strongly connected to individuals who also had strong
connections (Barthélemy et al. 2005). We compared observed
and expected values within communities using 1000 permutations in SOCPROG 2.7 (Whitehead 2009), and means
between communities using randomization tests in Poptools
3.2 (Hood 2010).
(3) To investigate changes in affiliation rates over time at the population and community levels, we estimated lagged association
rates (LAR) and compared these with null association rates
(Whitehead 1995). The lagged association rate is the probability that 2 individuals associating at a given time will still be associating after a time lag. The null lagged association rate is the
lagged association rate expected if individuals were associating
at random.

DNA extraction, microsatellite amplification, and
sex determination
Total DNA was extracted from biopsy samples by proteinase K
digestion followed by a salting-out protocol (Sunnucks and Hales
1996). A set of 11 polymorphic cetacean microsatellite loci were
genotyped: 8 tetranucleotides (Tur4_80, Tur4_87, Tur4_91,
Tur4_105, Tur4_111, Tur4_141, Tur4_142, Tur4_E12; Nater
et al. 2009) and 3 dinucleotides (MK9 (Krützen et al. 2001), EV37
(Valsecchi and Amos 1996), and TexVet5 (Rooney et al. 1999)).
Thermal cycler conditions for the tetranucleotide loci consisted of
an initial denaturation at 94 °C for 3 min followed by 5 cycles of
94 °C for 20 s, 63 °C for 45 s, and 72 °C for 1 min. This was preceded by 30 cycles of 94 °C for 20 s, 53 °C for 45 s, and 72 °C
for 1 min, and a final extension step of 72 °C for 10 min. Minor
modifications were made for Tur4_91, Tur4_142, and Tur4_111.

PCR conditions for EV37 and MK9 are reported in Möller et al.
(2001), with TexVet5 run under the same program as EV37.
Samples were mixed with an internal size standard and run on an
ABI 3130 Genetic Analyser, with allele fragment sizes scored using
GENEMAPPER v.4.1 (Applied Biosystems). MICRO-CHECKER
v 2.2.3 (Van Oosterhout et al. 2004) was used to check for evidence
of null alleles and allelic dropout, and deviations from HardyWeinberg equilibrium (HWE) and linkage disequilibrium were
assessed in GENEPOP v 4.2 (Raymond and Rousset 1995) based
on the Markov chain method with 1000 iterations. Significance levels were adjusted using Bonferroni corrections (Holm 1979).
To genetically determine the sex of each biopsied dolphin, we
amplified a fragment of the ZFX and SRY genes using the protocols described by (Gilson et al. 1998). In addition, we also categorized females by visual observation of a closely associated calf on
more than 10 separate days.

Genetic relatedness and kinship relationships
We used the simulation method with known allele frequencies
implemented in COANCESTRY v 1.0.1.5 (Wang 2011) to determine the best estimator of genetic relatedness for our dataset. The
highest correlation with the true values was obtained with the triadic likelihood estimator (TrioML; Wang 2007) (data not shown).
TrioML was then used to estimate pairwise relatedness within and
between communities. Between groups comparisons were evaluated using 10,000 permutation tests in COANCESTRY (Wang
2011). TrioML relatedness values were also compared with random
expectations among preferred, casual and avoided companionships
(identified using deviance residuals) using the permutation method
implemented in PERM (Duchesne et al. 2006). We also inferred
sib-ship relationships using the likelihood method implemented in
COLONY v 2.0 (Jones and Wang 2010), and compared the frequencies of estimated full-sibs, half-sibs, and nonsibs within and
between communities using a chi-square test with 10,000 Monte
Carlo permutations.

RESULTS
Between March 2013 and October 2015, we completed a total of
152 survey days in Coffin Bay. During this period, we sighted 967
groups of dolphins and catalogued 227 noncalf individuals. Of
the 227 catalogued dolphins, 143 were observed on more than 11
times, and thus included in the remaining analyses. These 143 individuals represent 82% of the estimated noncalf population inhabiting the inner area of Coffin Bay by Passadore et al. (2017).

Social structure
The correlation between true and estimated association indices
(r = 0.864; SE = 0.009) and the likelihood estimator of social
differentiation (S = 1.814; SE = 0.083) indicated, respectively,
that the data set had good power to detect the true social pattern, and that the study population has a very well-differentiated
society. MRQAP tests showed a significant correlation between
the 3 structural predictor variables and the association indices, and therefore, these were included when calculating GAIs
(Table 1).
Newman’s modularity algorithm revealed that the Coffin Bay
dolphin population is structured into 2 communities composed
of 73 and 70 individuals, respectively (Qmax = 0.4; Figure 2a).
Estimated core areas (50% kernel ranges) and representative ranges
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Table 1
Effectiveness of predictor structural variables in explaining
association indices among southern Australian bottlenose
dolphins (Tursiops cf. australis) in Coffin Bay, South Australia
Predictor variable

Partial correlation

MRQAP P-value

Home range overlap
Gregariousness
Sightings per dyad

0.784
0.231
0.105

<0.0001
<0.0001
<0.0001

Partial correlation coefficients and results of MRQAP tests were obtained
using 10,000 permutations in SOCPROG 2.7 (Whitehead 2009).

in PD than in DK (PD = 4; DK = 3; Z = 3.03, P < 0.01), and
groups containing individuals from both communities represented
only 8% (n = 51) of the groups included in the analyses. Median
size for mixed community groups was also larger than single community groups (median mixed = 6; Z = 4.03, P < 0.01). Of the 143
dolphins included in the social analyses, we were able to determine
the sex of 100 individuals: 24 females and 23 males in PD community and 31 females and 22 males in DK community.

Social structure within and between
communities
As expected according to the modularity analysis, affiliation levels were significantly higher within than between communities
(P < 0.001). The mean and maximum affiliation indices between
communities were −0.01 (SD = 0.00) and 0.04 (SD = 0.06), respectively. Mean affiliation indices obtained were the same within
each community (mean = 0.01, SD = 0.02), but DK had higher
maximum affiliation indices than PD (PD = 0.25, SD = 0.06;
DK = 0.29, SD = 0.11; P < 0.01). Preferred/avoided companionships were detected using the permutation method at the population (Observed SD = 0.063, random SD = 0.055, P < 0.001) and
community levels (PD: observed SD = 0.088, random SD = 0.085,
P < 0.001; DK: observed SD = 0.086, random SD = 0.078,
P < 0.001). Using deviance residuals, we detected 142 preferred,
8676 casual, and 57 avoided pairs of affiliates in the population
(Figure 2b,c).

(a)

(b)

(c)

Figure 2
Social networks of southern Australian bottlenose dolphins (Tursiops cf. australis) in Coffin Bay, South Australia. (A) Network representing 143 individual
dolphins used in the social analysis. For clarity, only edges above twice the median affiliation index for the population (edges ≥1.2) are depicted. B and
C networks represent preferred (deviance residuals ≥2.5) and avoided (deviance residuals ≤2.5) affiliations, respectively. Blue and pink nodes represent
individuals assigned to Pt. Douglas and Mt. Dutton-Kellidie Bay communities, respectively, according to Newman’s algorithm. Node sizes represent the
gregariousness of the individuals, and edge width is proportional to the strength of the affiliations.
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(95% kernel ranges) indicated that members of the same community had similar ranging patterns with overlap between communities occurring only at their representative ranges (Figure 1b). Based
on the estimated ranging patterns, the first community inhabits the
Pt. Douglas area which is close to the entrance of Coffin Bay, while
the second community occupies the most enclosed Mt. Dutton
and Kellidie Bay areas. In subsequent analyses, we refer to these
communities as Pt. Douglas (PD) and Mt. Dutton-Kellidie Bay
(DK). Although no overlap was detected in the core areas of usage
between communities, their home ranges overlapped at the boundaries of the communities. PD’s representative range overlapped
with 45% of DK’s home range, and DK used 31% of the estimated PD’s home range (Figure 1b). Median group size was larger
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Genetic relatedness and kinship relationships
within and between communities
We obtained microsatellite data for 91 dolphins considered in previous analyses: 42 and 49 individuals belonging to PD and DK communities, respectively. We did not detect any deviations from HWE
but we identified linkage disequilibrium between loci Tur4_80 and
MK9. Linkage disequilibrium at this locus pair is highly unlikely
based on the results of an extensive geographic genetic population
study on this species in southern Australian waters (Pratt et al. 2018).
Therefore, we retained both loci for subsequent analyses. The number of alleles, frequency of missing alleles, and heterozygosity values
for each locus are provided in Supplementary Table S1.
Relatedness values for the population ranged from 0 to 0.83
(mean = 0.11, SD = 0.14), and within each community they
varied from 0 to 0.74 (mean = 0.12, SD = 0.15) and 0 to 0.83
(mean = 0.12, SD = 0.14) for PD and DK, respectively. We found
that mean genetic relatedness within communities was significantly
higher than between communities (within R = 0.12, between
R = 0.10, P < 0.05). Additionally, the proportion of sib-ship relationships differed, with a higher frequency of estimated full-sibs
and half-sibs within communities, and a higher frequency of nonsibs between communities (P < 0.05; Figure 4). However, we did
not detect a significant difference in the average relatedness among
preferred, casual, and avoided affiliates (preferred R = 0.09, casual
R = 0.08, avoided R = 0.09, P > 0.05).

DISCUSSION
We have demonstrated fine-scale social structure in southern Australian bottlenose dolphin inhabiting Coffin Bay, South
Australia. Taking into account the confounding effects of 3 structural variables (home range overlap, gregariousness, and sample size), which are recognized to influence association patterns

(e.g., Godde et al. 2013; Pinter-Wollman et al. 2014; Farine and
Strandburg-Peshkin 2015), we identified 2 mixed-sex communities
that differ in their ranging and association patterns, and demonstrated that genetic relatedness and kinship relationships play a role
in the formation of social communities within this population.
The 2 communities identified correspond to differences in core
ranging patterns of individuals, although representative ranges
overlapped at the boundaries of both communities. Furthermore,
these communities are not isolated from each other and larger
groups containing individuals from both communities were
observed on a small number of occasions. Most of the mixed community groups occurred in the area of range overlap between the
2 communities, which suggests that these likely represent temporary aggregation of animals, which could function to facilitate
social relationships, information transfer and gene flow between
communities (e.g., Lusseau and Newman 2004). A similar pattern
of social communities having discrete core areas and overlapping
representative ranges have been reported previously in other bottlenose dolphin populations (Lusseau et al. 2006; Wiszniewski et al.
2009; Louis et al. 2015), and it has been suggested to be a result of
individual adaptations to local ecological conditions (e.g., Rossbach
and Herzing 1999; Wiszniewski et al. 2009). Within Coffin Bay, a
similar pattern of ecological adaptation to specific areas could be
affecting the observed community divisions. Port Douglas, which
represents the core area for one of the communities, differs in
depth, benthic substrate, water properties, and probably productivity (Kämpf et al. 2004; Kämpf and Ellis 2015) to Mt. Dutton and
Kellidie Bay, where the other community concentrates. These differences between embayments could influence the assemblage of
potential prey species for the dolphins, and subsequently promote
different foraging strategies between the communities. Indeed, a
recent pilot study using baited underwater videos suggested that
fish assemblage composition differs among the different bays (S.
Whitmarsh, personal communication, 14 March 2017). Thus,
dolphins from different communities may attain more benefits by
remaining in their natal habitats and with conspecifics that have
similar foraging strategies (Möller et al. 2006; Gowans et al. 2007;
Wiszniewski et al. 2009; Ansmann et al. 2015). While observations
of distinct foraging techniques were not observed in our study, PD
dolphins may have adapted to forage in deeper sandy/seagrass
areas, whereas DK individuals could have specialized to shallow
seagrass habitats and associated prey. Alternatively, dolphins may
have separated into 2 communities to explore the food resources of
each embayment motivated by a reduction in competition. More
information about prey assemblages and observations of dolphin
foraging strategies in the different areas of Coffin Bay would be of
valuable help to test this hypothesis.

Table 2
Social network metrics estimated for the 2 communities of southern Australian bottlenose dolphins (Tursiops cf. australis) identified
in Coffin Bay, South Australia

Pt. Douglas (PD)
Random
Dutton-Kellidie (DK)
Random

Strength(SD)

Clustering coefficient (SD)

Affinity (SD)

−0.19(1.67)
−0.21(1.34)
P < 0.001
0.24 (1.58)
0.25 (1.26)
P < 0.001

−0.86 (4.73)
0.72 (41.11)
P = 0.4
0.46 (4.99)
−0.61 (17.43)
P = 0.8

−0.46 (11.36)
5.45 (80.65)
P = 0.09
12.25 (101.51)
−1.70 (15.27)
P < 0.05

Significant differences from a random network were evaluated using 1000 permutations in SOCPROG 2.7 (Whitehead 2009).
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Social network metrics generally differed between communities,
with higher strength, clustering coefficient and affinity within DK
than PD (Table 2), although these differences were not statistically
significant (P > 0.05 for all comparisons). Community comparisons
with random expectations showed different patterns within each
community. The PD community had higher strength than expected
by chance, whereas the strength of the DK community was significantly lower, and their affinity higher, than expected (Table 2).
The analysis of lagged association rates indicated that nonrandom associations persisted over the study period within both
communities (Figure 3). Although community associations slightly
declined with time, they did not fall below the null association rate
or the population rate.
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Figure 3
Lagged association rates for the population, and within communities, of southern Australian bottlenose dolphins (Tursiops cf. australis) in Coffin Bay, South
Australia. SE bars (vertical lines) were estimated using jack-knife procedures in SOCPROG 2.7 (Whitehead 2009).
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Figure 4
Proportion of sib-ship relationships observed within (black) and between (grey) communities of southern Australian bottlenose dolphins (Tursiops cf. australis) in
Coffin Bay, South Australia. N-values above bars indicate the numbers of pairs in each category.

We found nonrandom affiliates at both the population and community levels, as expected based on results of sex-specific association patterns (Diaz-Aguirre et al. 2018; Diaz-Aguirre et al.,

unpublished data), and similar to other bottlenose dolphin studies
(e.g., Connor et al. 2000; Gero et al. 2005; Wiszniewski et al. 2009;
Augusto et al. 2012; Blasi and Boitani 2014) and species whose
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Frère, Krützen, Mann, Watson-Capps, et al. 2010; Diaz-Aguirre
et al. 2018) and other mammals (e.g., giraffes, Carter et al. 2013;
kangaroos, Best et al. 2014; common dolphins, Zanardo et al.
2016). Social communities and subgroups within these may form
kin clusters, where individuals could increase their fitness through
cooperative foraging, protection from predators, rearing of calves,
and shared social and ecological knowledge (e.g., Silk 2002; Smith
2014). In this context, cooperative feeding or foraging specializations could involve an important learning and culturally transmitted component (Mann and Sargeant 2003; Krützen et al.
2005; Sargeant et al. 2005; Weiss 2006; Daura-Jorge et al. 2012;
Kopps et al. 2014). Thus, if feeding strategies used by dolphins
in Coffin Bay differ between communities and are transmitted
from mother to calves and other relatives, kinship relationships
between members of the same community are expected to occur
and provide fitness benefits. However, at dyad level we did not find
significant differences in relatedness among preferred, casual and
avoided affiliates. Other factors, such as reproductive status (e.g.,
Möller and Harcourt 2008) or sex-specific differences in association patterns (e.g., Connor et al. 1992b, 1999, 2001; Möller 2012;
Wiszniewski et al. 2012; Diaz-Aguirre et al. 2018) could be more
important at an individual level.
In conclusion, using a GAIs approach to reveal affiliations
among individuals while controlling for the effects of structural
variables, we provided information on the social structure of
southern Australian bottlenose in Coffin Bay, South Australia. We
have demonstrated the occurrence of fine-scale social structure
and differences in ranging, affiliation and temporal patterns of the
communities identified. We propose that environmental factors
and kinship relationships play an important role in the delineation
and maintenance of this social structure, similar to that suggested
to other inshore populations of bottlenose dolphins. Further studies aiming to study prey assemblages and predator presence would
be of great value to understand the drivers of the social differences observed between the 2 dolphin communities identified. The
results reported here contribute towards our understanding of the
factors shaping sociality in dolphins and other aquatic mammals.
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societies have fission–fusion dynamics (e.g., Galapagos sea lions
[Wolf et al. 2007]; gray kangaroos [Best et al. 2013]). Additionally,
we found preferred affiliates within and between communities, but
individuals that avoided each other were only found within communities. The presence of avoided affiliates within communities
could either indicate social substructuring within each community
or can be related to differences in associations between the sexes.
In addition, preferred affiliates between communities could indicate
that some individuals may act as social links.
Social network analyses and LAR revealed differences in the connectedness and temporal stability of the associations within these
communities, which could be partly explained by differences in ecological conditions within the Coffin Bay environment. In mammalian societies, differences in grouping patterns are usually explained
as an adaptive strategy to spatially and temporally variable food
resources (Clutton-Brock 2009; Kappeler et al. 2013). For example,
female Asian elephants (Elephas maximus) form a great proportion
of strong associations during the dry season as compared with the
wet season, probably for accessing and protecting resources when
they are scarce (de Silva et al. 2011). At group level, chimpanzees,
spider monkeys (Ateles geoffroyi) and fish-eating killer whales occur in
larger groups when resources are abundant (Chapman et al. 1995;
Lusseau et al. 2004). In this context, it is possible that PD dolphins
form larger aggregations with loose social connections (when compared with DK) as a response to a higher abundance of resources.
In DK, smaller group sizes and strong associations may be more
effective at accessing scarcer resources.
Predation risk is another factor influencing social relationships
in animal societies (Rubenstein and Wrangham 1986), although
apparently low within our study area (Diaz-Aguirre and Passadore,
personal observation), this could be influencing to some extent the
association patterns of these communities (e.g., Heithaus and Dill
2002). Great white sharks, Carcharodon carcharias, have been observed
within the core range of PD, and at least one individual from this
community showed severe injuries, which were likely inflicted by a
shark of this species (Diaz-Aguirre and Passadore, personal observation). PD dolphins showed on average larger group sizes than DK,
which is in agreement with theoretical expectations that an increase
in group size is generally correlated with an increase in predation
risk (e.g., Connor et al. 2000; Gowans et al. 2007). Despite these
observations, social network experiments conducted with fishes
demonstrated that in habitats with high predation risk animals tend
to show higher connectedness than in those with lower risk (Kelley
et al. 2011). This contrasts with our results of lower connectedness
in PD, where the risk of predation may be higher. Based on these
observations, it is plausible that food distribution within our study
site could be playing a more important role than predation risk in
shaping association patterns.
In addition to the aforementioned factors, genetic relatedness
and kinship relationships appear to influence association patterns
among individuals within these communities. Higher levels of
genetic relatedness and a large proportion of sib-ships relationships
were found within than between communities. While acknowledging that the number of microsatellite markers used in this study
might be somewhat low for inferring sib-ship relationships, our
sampling protocol was robust. Samples were obtained randomly
over a 2-year study period and involved many different groups
and individuals of both sexes (with similar proportion) belonging
to the different communities. A similar pattern of higher genetic
relatedness within social groups has been previously reported in
bottlenose dolphins (Möller et al. 2006; Wiszniewski et al. 2009;

Page 9 of 12

Page 10 of 12

REFERENCES

Connor RC, Heithaus MR, Barre LM. 1999. Superalliance of bottlenose
dolphins. Nature. 397(6720):571–572.
Connor RC, Heithaus MR, Barre LM. 2001. Complex social structure, alliance stability and mating access in a bottlenose dolphin ‘super-alliance.’
Proc R Soc London Ser B Biol Sci. 268(1464):263 LP–267.
Connor RC, Heithaus MR, Barre LM. 2001. Complex social structure, alliance stability and mating access in a bottlenose dolphin ‘super-alliance’.
Proc Biol Sci. 268:263–267.
Connor RC, Smolker RA, Richards AF. 1992a. Dolphin alliances and coalitions. In: Harcourt AH, deWaal FBM, editors. Coalitions and alliances
in humans and other animals. Chicago (IL): Oxford University Press. p.
415–443.
Connor RC, Smolker RA, Richards AF. 1992b. Two levels of alliance formation among male bottlenose dolphins (Tursiops sp.). Proc Natl Acad Sci
USA. 89(3):987–990.
Connor R, Wells R, Mann J, Read A. 2000. The bottlenose dolphin:
social relationships in a fission-fusion society. In: Mann J, Connor RC,
Tyack PL, Whitehead H, editors. Cetacean societies: field studies of
dolphins and whales. Chicago and London: The University of Chicago
Press. p. 91–126.
Croft DP, James R, Krause J. 2008. Exploring animal social networks.
Princeton (NJ): Princeton University Press.
Daura-Jorge FG, Cantor M, Ingram SN, Lusseau D, Simões-Lopes PC.
2012. The structure of a bottlenose dolphin society is coupled to a unique
foraging cooperation with artisanal fishermen. Biol Lett. 8:702–705.
Diaz-Aguirre F, Parra JG, Passadore C, Möller L. 2018. Kinship influences
social bonds among male southern Australian bottlenose dophins (Tursiops
cf. australis). Beha Ecol Socio. 72:190.
Diaz-Aguirre F, Parra JG, Passadore C, Möller L. 2019. Data from: genetic relatedness delineates the social structure of southern Australian bottlenose dolphins. Dryad Digital Repository. http://dx.doi.org/10.5061/dryad.c797f04
Duchesne P, Étienne C, Bernatchez L. 2006. PERM: a computer program
to detect structuring factors in social units. Mol Ecol Notes. 6(4):965–967.
Dunn DG, Barco SG, Pabst DA, McLellan WA. 2002. Evidence for infanticide in bottlenose dolphins of the western North Atlantic. J Wildl Dis.
38:505–510.
Emlen ST, Oring LW. 1977. Ecology, sexual selection, and the evolution of
mating systems. Science. 197:215–223.
Farine DR, Strandburg-Peshkin A. 2015. Estimating uncertainty and reliability of social network data using Bayesian inference. R Soc Open Sci.
2:150367.
Farine DR, Whitehead H. 2015. Constructing, conducting and interpreting animal social network analysis. Altizer S, editor. J Anim Ecol.
84(5):1144–1163.
Fieberg J, Kochanny C. 2005. Quantifying home-range overlap: the importance of the utilization distribution. Lanham, editor. J Wildl Manage.
69(4):1346–1359.
Frère CH, Krützen M, Mann J, Connor RC, Bejder L, Sherwin WB. 2010.
Social and genetic interactions drive fitness variation in a free-living dolphin population. Proc Natl Acad Sci USA. 107:19949–19954.
Frère CH, Krützen M, Mann J, Watson-Capps JJ, Tsai YJ, Patterson EM,
Connor R, Bejder L, Sherwin WB. 2010. Home range overlap, matrilineal and biparental kinship drive female associations in bottlenose dolphins. Anim Behav. 80(3):481–486.
Gailey G, Karczmarski L. 2013. Discovery: photo-identification data-management system for individually recognizable animals. Available from:
https://www.hku-cetacean-ecology.net/discovery.
Gero S, Bejder L, Whitehead H, Mann J, Connor RC. 2005. Behaviourally
specific preferred associations in bottlenose dolphins, Tursiops spp. Can J
Zool. 83(12):1566–1573.
Gilson A, Syvanen M, Levine K, Banks J. 1998. Deer gender determination
by polymerase chain reaction: validation study and application to tissues,
bloodstains, and hair forensic samples from California. Calif Fish Game.
84:159–169
Godde S, Humbert L, Côté SD, Réale D, Whitehead H. 2013. Correcting
for the impact of gregariousness in social network analyses. Anim Behav.
85(3):553–558.
Gowans S, Würsig B, Karczmarski L. 2007. The social structure and strategies of delphinids: predictions based on an ecological framework. Adv
Mar Biol. 53:195–294.
Hamilton WD. 1964. The genetical evolution of social behaviour. I. J
Theor Biol. 7:1–16.
Heithaus MR, Dill LM. 2002. Food availability and tiger shark predation
risk influence bottlenose dolphin habitat use. Ecology.. 83(2):480–491.

Downloaded from https://academic.oup.com/beheco/advance-article-abstract/doi/10.1093/beheco/arz033/5416165 by Serials Central Library user on 29 March 2019

Amos B, Hoelzel A. 1991. Long-term preservation of whale skin for DNA
analysis. In: Hoelzel RA, Donovan GA, editors. Genetic ecology of
whales and dolphins. Report of the International Whaling Commision
Special Issue 13. Cambridge (UK): International Whaling Commission.
p. 99–103.
Ansmann IC, Lanyon JM, Seddon JM, Parra GJ. 2015. Habitat and
resource partitioning among Indo-Pacific bottlenose dolphins in Moreton
Bay, Australia. Mar Mammal Sci. 31(1):211–230.
Ansmann IC, Parra GJ, Chilvers BL, Lanyon JM. 2012. Dolphins restructure social system after reduction of commercial fisheries. Anim Behav.
84(3):575–581.
Aplin LM, Farine DR, Morand-Ferron J, Sheldon BC. 2012. Social networks predict patch discovery in a wild population of songbirds. Proc Biol
Sci. 279:4199–4205.
Asensio N, Korstjens A, Schaffner C, Aureli F. 2008. Intragroup aggression, fission–fusion dynamics and feeding competition in spider monkeys.
Behaviour. 145(7):983–1001.
Augusto JF, Rachinas-Lopes P, dos Santos ME. 2012. Social structure of the
declining resident community of common bottlenose dolphins in the Sado
Estuary, Portugal. J Mar Biol Assoc United Kingdom. 92(April 2016):1–10.
Aureli F, Schaffner CM, Boesch C, Bearder SK, Call J, Chapman CA,
Connor R, Di Fiore A, Dunbar RIM, Henzi SP, et al. 2008. Fission‐fusion
dynamics: new research frameworks. Curr Anthropol. 49(4):627–654.
Barrat A, Barthélemy M, Pastor-Satorras R, Vespignani A. 2004. The
architecture of complex weighted networks. Proc Natl Acad Sci USA.
101:3747–3752.
Barthélemy M, Barrat A, Pastor-Satorras R, Vespignani A. 2005.
Characterization and modeling of weighted networks. Phys A Stat Mech
its Appl. 346(1):34–43.
Beck S, Kuningas S, Esteban R, Foote AD. 2012. The influence of ecology
on sociality in the killer whale (Orcinus orca). Behav Ecol. 23(2):246–253.
Bejder L, Fletcher D, BrÄger S. 1998. A method for testing association patterns of social animals. Anim Behav. 56:719–725.
Best EC, Dwyer RG, Seddon JM, Goldizen AW. 2014. Associations are
more strongly correlated with space use than kinship in female eastern
grey kangaroos. Anim Behav. 89:1–10.
Best EC, Seddon JM, Dwyer RG, Goldizen AW. 2013. Social preference
influences female community structure in a population of wild eastern
grey kangaroos. Anim Behav. 86(5):1031–1040.
Bilgmann K, Griffiths OJ, Allen SJ, Möller LM. 2007. A biopsy pole system
for bow-riding dolphins: sampling success, behavioral responses, and test
for sampling bias. Mar Mammal Sci. 23(1):218–225.
Blasi MF, Boitani L. 2014. Complex social structure of an endangered
population of bottlenose dolphins (Tursiops truncatus) in the Aeolian archipelago (Italy). PLoS One. 9:e114849.
Blonder B, Wey TW, Dornhaus A, James R, Sih A. 2012. Temporal dynamics and network analysis. Methods Ecol Evol. 3(6):958–972.
Borgatti S. 2002. NetDraw Software for Network Visualization. Available
from: https://sites.google.com/site/netdrawsoftware/home.
Bro-Jørgensen J. 2011. Intra- and intersexual conﬂicts and cooperation in
the evolution of mating strategies: lessons learnt from ungulates. Evol
Biol. 38(1):28–41.
Cairns SJ, Schwager SJ. 1987. A comparison of association indices. Anim
Behav. 35(5):1454–1469.
Calenge C. 2006. The package “adehabitat” for the R software: a tool
for the analysis of space and habitat use by animals. Ecol Modell.
197(3–4):516–519.
Carter KD, Seddon JM, Frère CH, Carter JK, Goldizen AW. 2013. Fissionfusion dynamics in wild giraffes may be driven by kinship, spatial overlap
and individual social preferences. Anim Behav. 85(2):385–394.
Chapman CA, Chapman LJ, Wrangham RW. 1995. Ecological constraints
on group size: an analysis of spider monkey and chimpanzee subgroups.
Behav Ecol Sociobiol. 36(1):59–70.
Charlton-Robb K, Gershwin LA, Thompson R, Austin J, Owen K,
McKechnie S. 2011. A new dolphin species, the Burrunan Dolphin
(Tursiops australis sp. nov.), endemic to southern Australian coastal waters.
PLoS One. 6:e24047.
Clutton-Brock T. 2009. Structure and function in mammalian societies.
Philos Trans R Soc Lond B Biol Sci. 364:3229–3242.
Committee on Taxonomy. 2018. List of marine mammal species and subspecies. Society for Marine Mammalogy. Available from: www.marinemammalscience.org (consulted on December 2018).

Behavioral Ecology

Diaz-Aguirre et al. • Southern Australian bottlenose dolphin social structure.

Möller LM, Bilgmann K, Charlton-Robb K, Beheregaray L. 2008. Multigene evidence for a new bottlenose dolphin species in southern Australia.
Mol Phylogenet Evol. 49(2):674–681.
Möller LM, Harcourt RG. 2008. Shared reproductive state enhances female
associations in dolphins. Res Lett Ecol. 1:1–5.
Nater A, Kopps AM, Krützen M. 2009. New polymorphic tetranucleotide
microsatellites improve scoring accuracy in the bottlenose dolphin Tursiops
aduncus. Mol Ecol Resour. 9:531–534.
Newman ME. 2004. Analysis of weighted networks. Phys Rev E Stat Nonlin
Soft Matter Phys. 70:056131.
Newman ME. 2006. Modularity and community structure in networks.
Proc Natl Acad Sci USA. 103:8577–8582.
Newman ME, Girvan M. 2004. Finding and evaluating community structure in networks. Phys Rev E Stat Nonlin Soft Matter Phys. 69:026113.
Owen K, Charlton-Robb K, Thompson R. 2011. Resolving the trophic
relations of cryptic species: an example using stable isotope analysis of
dolphin teeth. Ropert-Coudert Y, editor. PLoS One. 6(2):e16457.
Passadore C, Möller L, Diaz-Aguirre F, Parra GJ. 2017. Demography of
southern Australian bottlenose dolphins living in a protected inverse estuary. Aquat Conserv Mar Freshw Ecosyst. 27(6):1186–1197.
Passadore C, Möller L, Diaz-Aguirre F, Parra GJ. 2018. High site fidelity
and restricted ranging patterns in southern Australian bottlenose dolphins. Ecol Evol. 8:242–256.
Perrin WF, Rosel PE, Cipriano F. 2013. How to contend with paraphyly
in the taxonomy of the delphinine cetaceans? Mar Mammal Sci.
29(4):n/a–n/a.
Pinter-Wollman N, Hobson EA, Smith JE, Edelman AJ, Shizuka D,
de Silva S, Waters JS, Prager SD, Sasaki T, Wittemyer G, et al. 2014. The
dynamics of animal social networks: analytical, conceptual, and theoretical advances. Behav Ecol. 25(2):242–255.
Pope TR. 2000. Reproductive success increases with degree of kinship in
cooperative coalitions of female red howler monkeys (Alouatta seniculus).
Behav Ecol Sociobiol. 48(4):253–267.
Pratt EAL, Beheregaray LB, Bilgmann K, Zanardo N, Diaz-Aguirre F,
Möller LM. 2018. Hierarchical metapopulation structure in a highly
mobile marine predator: the southern Australian coastal bottlenose dolphin (Tursiops cf. australis). Conserv Genet. 19(3):1–18.
R Development Core Team. 2014. A language and environment for statistical computing. Vienna (Austria): R Foundation for Statistical Computing.
2013.
Raymond M, Rousset F. 1995. GENEPOP (Version 1.2): population Genetics Software for exact tests and ecumenicism. J Hered.
86(3):248–249.
Rooney AP, Merritt DB, Derr JN. 1999. Microsatellite diversity in captive
bottlenose dolphins (Tursiops truncatus). J Hered. 90:228–231.
Rossbach KA, Herzing DL. 1999. Inshore and offshore bottlenose dolphin
(Tursiops truncatus) communities distinguished by association patterns near
Grand Bahama Island, Bahamas. Can J Zool. 77(4):581–592.
Rubenstein D, Wrangham R. 1986. Socioecology: origins and trends. In:
Rubenstein D, Wrangham R, editors. Ecological aspects of social evolution: birds and mammals. Princeton (NY): Princeton University Press. p.
3–20.
Sargeant BL, Mann J, Berggren P, Krützen M. 2005. Specialization and
development of beach hunting, a rare foraging behavior, by wild bottlenose dolphins (Tursiops sp.). Can J Zool. 83(11):1400–1410.
Silk JB. 2002. Kin selection in primate groups. Int J Primatol. 23(4):849–875.
de Silva S, Ranjeewa AD, Kryazhimskiy S. 2011. The dynamics of social
networks among female Asian elephants. BMC Ecol. 11:17.
Smith JE. 2014. Hamilton’s legacy: kinship, cooperation and social tolerance in mammalian groups. Anim Behav. 92:291–304.
Stanton MA, Gibson QA, Mann J. 2011. When mum’s away: a study of
mother and calf ego networks during separations in wild bottlenose dolphins (Tursiops sp.). Anim Behav. 82(2):405–412.
Sterck EHM, Watts DP, van Schaik CP. 1997. The evolution of female
social relationships in nonhuman primates. Behav Ecol Sociobiol.
41(5):291–309.
Sunnucks P, Hales DF. 1996. Numerous transposed sequences of mitochondrial cytochrome oxidase I-II in aphids of the genus Sitobion (Hemiptera:
Aphididae). Mol Biol Evol. 13:510–524.
Valsecchi E, Amos W. 1996. Microsatellite markers for the study of cetacean populations. Mol Ecol. 5:151–156.
Van Oosterhout C, Hutchinson WF, Wills DPM, Shipley P. 2004. MICROCHECKER: software for identifying and correcting genotyping errors in
microsatellite data. Mol Ecol Notes. 4(3):535–538.

Downloaded from https://academic.oup.com/beheco/advance-article-abstract/doi/10.1093/beheco/arz033/5416165 by Serials Central Library user on 29 March 2019

Hill RA, Lee PC. 1998. Predation risk as an influence on group size in cercopithecoid primates: implications for social structure. J Zool London.
245(4):447–456.
Hinde RA. 1976. Interactions, relationships, and social structure. Man.
11(1):1–17.
Hirsch BT, Stanton MA, Maldonado JE. 2012. Kinship shapes affiliative
social networks but not aggression in ring-tailed coatis. Waterman JM,
editor. PLoS One. 7(5):e37301.
Holm S. 1979. A simple sequentially rejective multiple test procedure.
Scand J Stat. 6(2):65–70.
Holme P, Min Park S, Kim BJ, Edling CR. 2007. Korean university life in a
network perspective: dynamics of a large affiliation network. Phys A Stat
Mech its Appl. 373:821–830.
Hood GM. 2010. PopTools version 3.2.5. Available from: http://www.poptools.org.
IWC. 2018. Report of the Sub-Committee on Small Cetaceans. Available
from: www.iwc.int (accessed October 2018).
Jones OR, Wang J. 2010. COLONY: a program for parentage and sibship
inference from multilocus genotype data. Mol Ecol Resour. 10:551–555.
Kämpf J, Doubell M, Griffin D, Matthews RL, Ward TM. 2004. Evidence
of a large seasonal coastal upwelling system along the southern shelf of
Australia. Geophys Res Lett. 31(9):L09310.
Kämpf J, Ellis H. 2015. Hydrodynamics and flushing of Coffin Bay, South
Australia: a small tidal inverse estuary of interconnected bays. J Coast
Res. 31(2):447–456.
Kappeler PM, Barrett L, Blumstein DT, Clutton-Brock TH. 2013.
Constraints and flexibility in mammalian social behaviour: introduction
and synthesis. Philos Trans R Soc Lond B Biol Sci. 368:20120337.
Kelley JL, Morrell LJ, Inskip C, Krause J, Croft DP. 2011. Predation risk
shapes social networks in fission-fusion populations. Fenton B, editor.
PLoS One.. 6(8):e24280.
Kopps AM, Ackermann CY, Sherwin WB, Allen SJ, Bejder L, Kru M. 2014.
Cultural transmission of tool use combined with habitat specializations
leads to fine-scale genetic structure in bottlenose dolphins Cultural transmission of tool use combined with habitat specializations leads to finescale genetic structure in bottlenos. Proc Biol Sci. 281(1782):20133245.
Krause J, Ruxton GD. 2002. Living in groups. 1st ed. Oxford: Oxford
University Press.
Krützen M, Barre LM, Moller LM, Heithaus MR, Simms C, Sherwin WB.
2002. A biopsy system for small cetaceans: darting success and wound
healing in Tursiops SPP. Mar Mammal Sci. 18(4):863–878.
Krützen M, Mann J, Heithaus MR, Connor RC, Bejder L, Sherwin WB.
2005. Cultural transmission of tool use in bottlenose dolphins. Proc Natl
Acad Sci USA. 102:8939–8943.
Krützen M, Valsecchi E, Connor RC, Sherwin WB. 2001. Characterization
of microsatellite loci in Tursiops aduncus. Mol Ecol Notes. 1(3):170–172.
Louis M, Gally F, Barbraud C, Béesau J, Tixier P, Simon-Bouhet B,
Le Rest K, Guinet C. 2015. Social structure and abundance of coastal
bottlenose dolphins, Tursiops truncatus, in the Normano-Breton Gulf,
English Channel. J Mammal. 96(3):481–493.
Lukas D, Huchard E. 2014. Sexual conflict. The evolution of infanticide by
males in mammalian societies. Science. 346:841–844.
Lusseau D, Newman MEJ. 2004. Identifying the role that animals play
in their social networks. Proc R Soc London Ser B Biol Sci. 271(Suppl
6):S477 LP–S481.
Lusseau D, Williams R, Wilson B, Grellier K, Barton TR, Hammond PS,
Thompson PM. 2004. Parallel influence of climate on the behaviour
of Pacific killer whales and Atlantic bottlenose dolphins. Ecol Lett.
7:1068–1076.
Lusseau D, Wilson B, Hammond PS, Grellier K, Durban JW, Parsons KM,
Barton TR, Thompson PM. 2006. Quantifying the influence of sociality
on population structure in bottlenose dolphins. J Anim Ecol. 75:14–24.
Mann J, Sargeant B. 2003. Like mother, like calf: the ontogeny of foraging traditions in wild Indian Ocean bottlenose dolphins (Tursiops sp.). In:
Fragaszy D, Perry S, editors. The biology of traditions: models and evidence. Cambridge: Cambridge University Press. p. 236–266.
Möller LM. 2012. Sociogenetic structure, kin associations and bonding in
delphinids. Mol Ecol. 21:745–764.
Möller LM, Beheregaray LB, Allen SJ, Harcourt RG. 2006. Association
patterns and kinship in female Indo-Pacific bottlenose dolphins (Tursiops
aduncus) of southeastern Australia. Behav Ecol Sociobiol. 61(1):109–117.
Möller LM, Beheregaray LB, Harcourt RG, Krützen M. 2001. Alliance
membership and kinship in wild male bottlenose dolphins (Tursiops aduncus) of southeastern Australia. Proc Biol Sci. 268:1941–1947.

Page 11 of 12

Page 12 of 12

Wiszniewski J, Allen SJ, Möller LM. 2009. Social cohesion in a hierarchically structured embayment population of Indo-Pacific bottlenose dolphins. Anim Behav. 77(6):1449–1457.
Wiszniewski J, Beheregaray LB, Allen SJ, Möller LM. 2010. Environmental
and social influences on the genetic structure of bottlenose dolphins (Tursiops aduncus) in southeastern Australia. Conserv Genet.
11(4):1405–1419.
Wiszniewski J, Corrigan S, Beheregaray LB, Möller LM. 2012. Male reproductive success increases with alliance size in Indo-Pacific bottlenose dolphins (Tursiops aduncus). J Anim Ecol. 81:423–431.
Wittemyer G, Douglas-Hamilton I, Getz WM. 2005. The socioecology of
elephants: analysis of the processes creating multitiered social structures.
Anim Behav. 69(6):1357–1371.
Wolf JBW, Mawdsley D, Trillmich F, James R. 2007. Social structure in a
colonial mammal: unravelling hidden structural layers and their foundations by network analysis. Anim Behav. 74(5):1293–1302.
Wursig B, Jefferson TA. 1990. Methods of photo-identification for small
cetaceans. In: Hammond SP, Mizroch MS, Donovan GP, editors. Use
of photo-identification and other techniques to estimate population
parameters. Report of the International Whaling Commission Special
Issue 12. Cambridge (England): International Whaling Commission. p.
43–52.
Zanardo N, Bilgmann K, Parra GJ, Möller LM. 2016. Socio-genetic structure of short-beaked common dolphins in southern Australia. J Zool.
299(2):89–97.
Zanardo N, Parra GJ, Möller LM. 2016. Site fidelity, residency, and abundance of bottlenose dolphins (Tursiops sp.) in Adelaide’s coastal waters,
South Australia. Mar Mammal Sci. 32:1381–1401.

Downloaded from https://academic.oup.com/beheco/advance-article-abstract/doi/10.1093/beheco/arz033/5416165 by Serials Central Library user on 29 March 2019

Wakefield ML. 2013. Social dynamics among females and their influence
on social structure in an East African chimpanzee community. Anim
Behav. 85(6):1303–1313.
Wang J. 2007. Triadic IBD coefficients and applications to estimating pairwise relatedness. Genet Res. 89:135–153.
Wang J. 2011. COANCESTRY: a program for simulating, estimating and analysing relatedness and inbreeding coefficients. Mol Ecol Resour. 11:141–145.
Weiss J. 2006. Foraging habitats and associated preferential foraging specializations of bottlenose dolphin (Tursiops truncatus) mother-calf pairs. Aquat
Mamm. 32(1):10–19.
Wells RS, Scott MD. 1999. Bottlenose dolphin Tursiops truncatus. In:
Ridgway SH, Harrison RJ, editors. Handbook of marine mammals. San
Diego: Academic Press. p. 137–182.
Wells RS, Scott MD, Irvine AB. 1987. The social structure of free-ranging
bottlenose dolphins. In: Genoways HH, editor. Current Mammalogy.
New York: Springer US. p. 247–305.
Whitehead H. 1995. Investigating structure and temporal scale in social
organizations using identified individuals. Behav Ecol. 6(2):199–208.
Whitehead H. 1999. Testing association patterns of social animals. Anim
Behav. 57:F26–F29.
Whitehead H. 2008. Analyzing animal societies : quantitative methods
for vertebrate social analysis. Chicago (IL) and London: University of
Chicago Press.
Whitehead H. 2009. SOCPROG programs: analysing animal social structures. Behav Ecol Sociobiol. 63(5):765–778.
Whitehead H, James R. 2015. Generalized affiliation indices extract affiliations from social network data. Freckleton R, editor. Methods Ecol Evol.
6(7):836–844.

Behavioral Ecology

